
96F1; 97B1
Df(3R)Espl3

97A; 98A1-2
Df(3R)TI-P

98E3; 99A6-8
Df(3R)3450

99A1-2; 99B6-11
Df(3R)Dr-rv1

99B5-6; 99E4-F1
Df(3R)L127

maintained   
  with Dup

Df(3R)BSC42
98B1-2; 98B3-5

97E3; 98A5
Df(3R)D605

94A3-4; 94D1-4
Df(3R)23D1

89E1-F4; 91B1-2
Df(3R)DG2

92B3; 92F13
Df(3R)H-B79

90F1-4; 91F5
Df(3R)Cha7

91F1-2; 92D3-6
Df(3R)DI-BX12

93B6-7; 93D2
Df(3R)e-R1

Df(3R)BSC43
92F7-93A1;93B3-6 

93B; 94A3-8
Df(3R)e-N19

87D1-2; 88E5-6; Y
Tp(3;Y)ry506-85C

88E7-13; 89A1
Df(3R)ea

Df(3R)sbd105
88F9-89A1; 89B9-10

Df(3R)sbd104
89B9; 89C2-7

89B7-8; 89E7-8; 20
Df(3R)P115

maintained   
  with Dup

86E2-4; 87C6-7
Df(3R)T-32

85D8-12; 85E7-F1
Df(3R)by10

86C1; 87B1-5
Df(3R)M-Kx1

85F1-2; 86C7-8
Df(3R)BSC38

Df(3R)3-4

Df(3R)e1025-14
82F8-10; 83A1-3

81F3-6; 82F5-7
Df(3R)ME15

82F3-4; 82F10-11

84D4-6; 85B6
Df(3R)p712

85A2; 85C1-2
Df(3R)p-XT103

85C4-9; 85D12-14
Df(3R)BSC24

Df(3R)Scr

84B1-2; 84D11-12   
-or-  A6,  D14

Df(3R)Antp17

83C1-2; 83D4-5
and 84A4-5; 84B1-2

84A1; 84B1-2

Df(3R)WIN11
83E1-2; 84A4-5

Df(3R)BSC47
83B7-C1; 83C6-D1

Df(3R)BSC55
94D2-10; 94E1-6

Df(3R)BSC56
94E1-2; 94F1-2

Df(2L)C'
40h35; 40h38L

35B4-6; 35F1-7
Df(2L)TE35BC-24

35D1; 36A6-7
Df(2L)r10

35F-36A; 36D

Df(2L)cact-
  255rv64

37B2-12; 38D2-5
Df(2L)pr-A16

maintained   
 with Dup

Df(2L)TW137
36C2-4; 37B9-C1

34B12-C1; 35B10-C1
Df(2L)b87e25

Df(2L)BSC30
34A1; 34B7-9

32D1; 32F1-3
Df(2L)FCK-20

Df(2L)J2
31B; 32A

30C3-5; 30F1
Df(2L)BSC17

Df(2L)Dwee1-W05
27C2-3; 27C4-5

27E2; 28D1
Df(2L)XE-3801

28A4-B1;28BD3-9 

28DE(within)
Df(2L)Trf-C6R31

Df(2L)BSC4

Df(2L)spd[j2]
27C1-2; 28A

Df(2L)TE29Aa-11
28E4-7; 29B2-C1

Df(2L)N22-14
29C1-2; 30C8-9

Df(2L)BSC53
29A2-B1; 29D2-E1

Df(2L)E110

Df(2L)BSC6

25F3-26A1; 26D3-11

26D3-E1; 26F4-7

Df(2L)BSC5
26B1-2; 26D1-2

Df(2L)BSC7
26D10-E1; 27C1

Df(2L)ed1

Df(2L)dpp[d14]

Df(2L)BSC31

Df(2L)BSC4

Df(2L)ast2

Df(2L)BSC37

22E4-F2; 22F3-23A1

Df(2L)JS17
23C1-2; 23E1-2

24A2; 24D4

Df(2L)C14
23A1-2; 23C3-5

23E5; 23F4-5

Df(2L)dp-79b
22A2-3; 22D5-E1

21A1:21B7-8

21B7-C1;21C2-3

21D1-2; 22B2-3

22D2-3; 22F1-2

21

23

24

25

27

28

29

30

31

32

33

34

35

36

37

38

39

40

RpLP1

dpp

RpL36A

RpS13

RpL24

RpL40

RpL27A

RpL37a

RpL13

RpL9

RpS26

22

26

RpL7

RpL5

oho23B

mRpS2
mRpL24

mRpL28

sop

mRpS7
RpS27A

CG5317

mRpL4

mRpL13

RpL30

mRpS18b

mRpL10

unmapped
 female sterile

M(2)21AB

mRpL48

mRpL51

mRpS23

RpL21

unmapped dominant 
female sterile (most likely 
corresponding to RpS13)

Df(2L)net-PMF

Df(2L)BSC16
21C3-4;21C6-8

Df(2L)BSC28
23C5-D1; 23E2

Df(2L)drm-P2
23F3-4;24A1-2

Df(2L)BSC50
30F4-5; 31B1-4

Df(2L)BSC32
32A1-2; 32C5-D1

Df(2L)Prl
32F1-3; 33F1-2

Df(2L)BSC36
32D1; 32D4-E1

Df(2R)Kr10
60F1; 60F5

Df(2R)or-BR6
59D5-10; 60B3-8

Df(2R)Px2
60C5-6; 60D9-10

Df(2R)ES1
60E6-8; 60F1-2

Df(2R)ED4071
60C8; 60E7

Df(2R)BSC22

Df(2R)Exel7162

Df(2R)Egfr5

Df(2R)X58-12

56D7-E3; 56F9-12

56F11; 56F16

Df(2R)AA21
56F9-17; 57D11-12

Df(2R)BSC19
56F12-14; 57A4

57D2-8; 58D1

58D1; 59A

Df(2R)59AD
59A1-3; 59D1-4

Df(2R)vir130
59B; 59D8-E1

Df(2R)P34
55E2-4; 56C1-11

Df(2R)Jp8

Df(2R)robl-c

Df(2R)PC4

52F5-9; 52F10-53A1

54C1-4; 54C1-4

54D1-2; 54E5-7

54B17-C4; 54C1-4

Df(2R)k10408
54C1-4; 54C1-4

Df(2R)14H10W-35
54E5-7; 55B5-7

54C8-D1; 54E2-7
Df(2R)BSC45 Df(2R)14H10Y-53

Df(2R)BSC49
53D9-E1; 54B5-10

54B1-2; 54B7-10
Df(2R)BSC44

Df(2R)Jp1
51D3-8; 52F5-9

Df(2R)vg-C
49A4-13; 49E7-F1

49C1-4; 50C23-D2
Df(2R)CX1

48E; 49A
Df(2R)CB21

Df(2R)BSC40

Df(2R)BSC39
48C5-D1; 48D5-E1

Df(2R)en30
48A3-4; 48C6-8

Df(2R)B5
46A; 46C

46D7-9; 47F15-16

Df(2R)BSC29
45D3-4; 45F2-6

47D3; 48B2
Df(2R)en-A

Df(2R)stan1

Df(2R)X1
46C; 47A1

44F10; 45D9-E1
Df(2R)Np5

Df(2R)H3E1
44D1-4; 44F12

Df(2R)H3C1
43F; 44D3-8

In(2R)bw[VDe2L]Cy[R]
41A-B; 42A2-3

42B3-5; 43E15-18
Df(2R)ST1

Df(2R)nap9
42A1-2; 42E6-F1

Df(2R)cn9
42E; 44C 

41

42

43

44

45

46

47

48

49

50

51

52

53

54

55

56

57

58

59

60

RpL31

RpS23
mRpS16

RpPLP2
RpS15

RpL18A
mRpS4

RpL11

RpL37b

RpL12
RpL39

RpL22-like

RpL38

CG1381
mRpS32

RpS15Ab

RpS11

mRpL41

mRpS35

RpS18

RpL29

mRpS29	

RpS16
bonsai
RpS24

RpL23

mRpL43

mRpS17

RpL19

U

mRpL52

mRpL18

mRpL54

RpL41

Df(2R)M41A4
41A

Df(2R)w45-30n
45A6-7; 45E2-3

48E1-2; 48E2-10

48E12-F4; 49A11-B6
Df(2R)BSC3

Df(2R)BSC26
56C4; 56D6-10

60E2-3; 60E11-12
Df(2R)M60E

79C1-3; 79E3-8
Df(3L)Ten-m-AL29

79D3-E1; 79F3-6
Df(3L)HD1

79E5-F1; 80A2-3
Df(3L)BSC21

73A3; 74F
Df(3L)81k19

75A6-7; 75C1-2
Df(3L)W10

75B8; 75F1
Df(3L)Cat

76B1-2; 76D5
Df(3L)kto2

76B4; 77B
Df(3L)XS-533

77B-C; 77F-78A
Df(3L)ri-79c

77F3; 78C8-9
Df(3L)ME107

Df(3L)BSC20
76A7-B1; 76B4-5

68

mRpL5

Df(3L)BSC14

Df(3L)vin5

Df(3L)eyg[C1]

Df(3L)BSC10

67E3-7; 68A2-6

68A2-3; 69A1-3

69A4-5; 69D4-6

69D4-5; 69F5-7
Df(3L)BSC12

70C1-2; 70D4-5
Df(3L)fz-GF3b

70D2-3; 71E4-5
Df(3L)fz-M21

71C2-3; 72B1-C1
Df(3L)XG-5

71F1-4; 72D1-10
Df(3L)brm11

72C1-D1; 73A3-4
Df(3L)st-f13

In(3LR)C190[L]Ubx[42TR]
70A1-2; 70C3-4   + 

small Df somewhere in 89

65A2; 65E1
Df(3L)XDI98

65D4-5; 65E4-6
Df(3L)BSC27

66A17-20; 66C1-5
Df(3L)ZP1

66B8-9; 66C9-10
Df(3L)66C-G28

66D10-11; 66E1-2
Df(3L)h-i22

66F1-2; 67B2-3
Df(3L)BSC35

67A2; 67D7-13  -or-  
67A5; 67D9-13

Df(3L)AC1

64C; 65C
Df(3L)ZN47

Df(3L)BSC33
65E10-F1; 65F2-6

65F3; 66B10
Df(3L)pbl-X1

61A; 61D3
Df(3L)emc-E12

62A10-B1; 62D2
Df(3L)Aprt-1

62B8-9; 62F2-5
Df(3L)R-G7

62E8; 63B5-6
Df(3L)BSC23

63C2; 63F7
Df(3L)HR119

63F4-7; 64C13-15
Df(3L)GN24

61

62

63

64

65

66

67

69

70

71

72

73

74

75

76

77

78

79

80

RpL23a

RpL18

Rp21

mRpL50

RpL14

RpS12
RpS4

Qm

mRpL17

mRpL46

mRpL23

RpL8
mRpS28

mRpS6

mRpL7-L12

RpS17
RpS9

mRpL2

RpL10Ab

mRpL20

NHP2

mRpS31

mRpS34

mRpS26

RpL26

mRpL21

mRpL15

RpLP0

RpL28

Df(3L)M21
62F; 63D
maintained   
  with Dup

Df(3L)GN34
63E6-9; 64A8-9

66B12-C1; 66D2-4
Df(3L)BSC13

66E1-6; 66F1-6
Df(3L)Scf-R6

68C8-11; 69B4-5
Df(3L)vin7

69F6-70A1; 70A1-2

74D3-75A1; 75B2-5

Df(3L)rdgC-co2
77A; 77D1

Df(3L)ri-XT1
77E2-4; 78A2-4

Df(3R)B81
99C8; 100F5

maintained 
  with Dup

RpS14a

Df(1)A209
20A; 20F

Df(1)DCB1-35b
19F1-2; 20E-F

maintained 
 with Dup

Df(1)RK2
12D2-E1; 13A2-5

Df(1)4b18
14B8; 14C1

12F5-6; 13A9-B1
Df(1)RK4

In(1)AC2[L]AB[R]
13B5-6; 13E1-2

12A; 12E  -or-
11F10; 12F1

Df(1)g

15F2-9; 16C7-10
Df(1)BK10

Df(1)RR79
16C; 16F

maintained 
 with Dup

maintained 
 with Dup

Df(1)lz-90b24
8B5-6; 8D8-9  -or-
8D1-2; 8E1-2

Df(1)C52
8E; 9C-D

Df(1)v-L15
9B1-2; 10A1-2

Df(1)v-N48
9F; 10C3-5

Df(1)HA85
10C1-2; 11A1-2

10F7; 11D1
Df(1)N105

11D-E; 12A1-2
Df(1)C246

maintained 
 with Dup

Df(1)N73
5C2; 5D5-6

Df(1)C128
7D1; 7D5-6

Df(1)ct4b1
7B2-4; 7C3-4

Df(1)JC70
4C15-16; 5A1-2

4F5; 5A13
Df(1)BA2-8

Df(1)dx81
5C3-10; 6C3-12

6E2; 7A6
Df(1)Sxl-bt

7D10; 8A4-5
Df(1)RA2

Df(1)KA14
7F1-2; 8C6

maintained 
 with Dup

Df(1)C149
5A8-9; 5C5-6

Df(1)dm75e19
3C11; 3E4

Df(1)BA1
1A1; 2A

T(1;3)sc[J4]
1B2-14; 3A3

Df(1)JC19
2F6; 3C5

Df(1)N-8
3C2-3; 3E3-4

3D6-E1; 4F5
Df(1)A113

1

2

3

4

5

6

7

8

9

10

11

12

13

14

15

16

17

18

19

20

RpL22

RpL36

mRpL16

mRpL14

M(1)3E

mRpL33

mRpL30

 RpL35

Rp7-8

RpL7A

RpL17

 RpS6
CG11386

RpS14b

RpS28

Fs(1)10A

RpS15A

CG12725

mRpL3a

mRpS25

RpL37

mRpL3
mRpS30

RpS19a

 RpS19

mRpL22

   RpS5

    wupA

mRpS14

CG14224

RpS10b

CG15458

Hdl

maintained 
 with Dup

maintained 
 with Dup

maintained 
 with Dup

18A2; 18A3
Df(1)Exel6291

mRpL49

21B8;21C4
Df(2L)BSC106

Df(2L)BSC109

25C8;25D5
Df(2L)Exel6011

Df(2L)sc19-8
24C2-8;25C8-9

maintained   
  with Dup

25C4;25C8

25D2-4; 26B2-5
Df(2L)cl-h3

Df(2L)Exel6049

38A6-B1; 40A4-B1
Df(2L)TW161

40A5; 40D3

50E6-F1; 51E2-4
Df(2R)BSC11

Df(2R)BSC18
50D1; 50D2-7

Df(2R)Exel7131
50E4; 50F6

50D4; 50E4
Df(2R)Exel7130

55A; 55F

61C5-8; 62A8
Df(3L)Ar14-8

61A2; 62A7
Df(3L)Exel6087

75F10-11; 76A1-5
Df(3L)fz2

Df(3L)ED4782
75F2; 75F10

78C5-6; 78E3-79A1
Df(3L)Pc-2q

Df(3L)ED4978
78D5; 79A1

mRpL36

Df(1)B25
15D3; 16A4-6

14B13; 15A9; 35D-E
Tp(1;2)r[+]75c

Df(1)sd72b
13F1; 14B1

Df(1)XR38
14A; 15D

maintained
 with Dup

Df(1)r-D1
14C2-4; 15B2-C1

maintained 
 with Dup

17A1; 18A2
Df(1)N19

Df(1)Exel6253
18D13; 18F2

Df(1)JA27
18A5; 18D

Df(1)HF396
18E1-2; 20

Definite Overlap Between
         Deficiencies

Gap Minimized Between
         Deficiencies

To Be Tested

Definite Gap

       Known or Potential
 Haplolethal or Haplosterile
       Ribosomal Proteins 

Deficiencies generated by the 
Bloomington Stock Center using 
the male recombination approach

Other Ribosomal Proteins

Other Haplolethal or Haplosterile Loci

Deficiencies generated by the 
Bloomington Stock Center using 
the isogenic Exelexis collection of 
FRT insertions

Deficiencies generated by  
Exelexis (isogenic background)

Deficiencies generated in the 
Drosdel Project (isogenic 
background)

Df(3R)ED5177
83B4-6

RpS27

82

83

84

85

86

87

88

89

91

92

93

90

94

95

96

97

98

100

99

CG1172
RpL35A
mRpL44

RpL13A

RpS20
RpS30

RpS3

RpS10a

mRpS22
RpL4

RpL32

mRpL32

Tpl

RpS19b

RpL27

RpS8
RpS28a

RpS7

mRpS9

mRpL1

mRpS18c

mRpL19

RpL34b

RpS29

mRpL37

RpS25
RpL3

mRpL40
RpL24-like

mRpS21

mRpL11

RpS5b

RpL10Aa

mRpS10

mRpL9

mRpS33

CG16941
mRpS11

CG7215

mRpS24

RpL34

mRpS18a

Abd-B

mRpL55

mRpL45

mRpL35

RpL6

mRpL47

Df(3R)Exel6144
83A6; 83B6

Df(3R)Tpl10 + Dp(3;3)Dfd[rv1]  
(Bipartite Df)

95F7; 96A17-18
Df(3R)crb87-5

Df(3R)Exel6195
95A4; 95B1

95A5-7; 95C10-11
Df(3R)mbc-30

Df(3R)mbc-R1
95A5-7; 95D6-11

Df(3R)Exel6196
95C12; 95D8

Df(3R)crb-F89-4
95D7-11; 95F15

Df(3R)Exel6197
95D8; 95E5

Df(3R)Exel9014
95B1; 95D1

Df(3R)Exel6203
96DE2; 96E6

96A2-7; 96D2-4
Df(3R)slo[8]

maintained   
  with Dup

Df(3R)Exel6202
96D1; 96E2
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Df(1)ct-J4
7A2-3; 7C1
maintained 
 with Dup

Df(3L)BSC8

87B11-13; 87E8-11
Df(3R)ry615
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